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SEQUENCE LISTING 



<110> INCYTE GENOMICS , INC. 
TANG , Y . Tom 
YUE , Henry 
YANG , J unmi ng 
AZIMZAI , Yalda 
BAUGHN, Mariah R. 
LU, Dyung Aina M. 

<12 0> HUMAN IMMUNE RESPONSE MOLECULES 

<130> PF-0715 PCT 

<140> To Be Assigned 
<141> Herewith 

<150> 60/142,572; 60/153,170 
<151> 1999-07-06; 1999-09-09 

<160> 20 

<170> PERL Program 

<210> 1 

<211> 737 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 089071CD1 

<400> 1 



Met 


Arg 


Ala 


Gin 


Asp 


He 


He 


Gly 


His 


His 


Gin 


Ser 


Glu 


Asp 


Arg 


1 






5 










10 










15 


Glu 


Thr 


Ser 


Asp 


Arg 


Ala 


His 


Asp 


Glu 


Asn 


Lys 


Lys 


Lys 


Ala 


Lys 








20 










25 










30 


He 


Gin 


Lys 


Lys 


Pro 


He 


Lys 


Lys 


Lys 


Lys 


Glu 


Asp 


Asp 


Val 


Gly 






35 










40 










45 


He 


Glu 


Arg 


Gly 


Asn 


He 


Glu 


Thr 


Thr 


Ser 


Glu 


Asp 


Gly Gin 


Val 






50 










55 










60 


Phe 


Ser 


Pro 


Lys 


Lys 


Gly 


Gin 


Lys 


Lys 


Lys 


Ser 


He 


Glu 


Lys 


Lys 








65 










70 










75 


Arg 


Lys 


Lys 


Ser 


Lys 


Gly 


Asp 


Ser 


Asp 


He 


Ser 


Asp 


Glu 


Glu 


Ala 




80 










85 










90 


Val 


Gin 


Gin 


Ser 


Lys 


Lys 


Lys 


Arg 


Gly 


Pro 


Arg 


Thr 


Pro 


Pro 


He 










95 








100 










105 


Thr 


Thr 


Lys 


Glu 


Glu 


Leu 


Val 


Glu 


Met 


Cys 


Ser 


Gly 


Lys 


Asn 


Gly 








110 










115 










120 


He 


Leu 


Glu 


Asp 


Ser 


Gin 


Lys 


Lys 


Glu 


Asp 


Thr 


Ala 


Phe 


Ser 


Asp 








125 










130 










135 


Trp 


Ser 


Asp 


Glu 


Asp 


Val 


Pro 


Asp 


Arg 


Thr 


Glu 


Val 


Thr 


Glu 


Ala 






140 










145 










150 


Glu 


His 


Thr 


Ala 


Thr 


Ala 


Thr 


Thr 


Pro 


Gly 


Ser 


Thr 


Pro 


Ser 


Pro 










155 










160 










165 


Leu 


Ser 


Ser 


Leu 


Leu 


Pro 


Pro 


Pro 


Pro 


Pro 


Val 


Ala 


Thr 


Ala 


Thr 










170 










175 










180 


Ala 


Thr 


Thr 


Val 


Pro 


Ala 


Thr 


Leu 


Ala 


Ala 


Thr 


Thr 


Ala 


Ala 


Ala 










185 










190 










195 


Ala 


Thr 


Ser 


Phe 


Ser 


Thr 


Ser 


Ala 


He 


Thr 


He 


Ser 


Thr 


Ser 


Ala 










200 










205 










210 


Thr 


Pro 


Thr 


Asn 


Thr 


Thr 


Asn 


Asn 


Thr 


Phe 


Ala 


Asn 


Glu 


Asp 


Ser 










215 










220 










225 


His 


Arg 


Lys 


Cys 


His 


Arg 


Thr 


Arg 


Val 


Glu 


Lys 


Val 


Glu 


Thr 


Pro 




230 










235 










240 


His 


Val 


Thr 


He 


Glu 


Asp 


Ala 


Gin 


His 


Arg 


Lys 


Pro 


Met 


Asp 


Gin 
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245 

Lys Arg Ser Ser Ser 
260 

Thr Ser Gly Arg Leu 
275 

Ser Gly Asp Asp Gin 
290 

Ser Arg Asp Arg Glu 
305 

Arg Lys Ser Arg lie 
32 0 

Ser Thr Ser Ser Asp 
335 

Arg Ser Ser Pro Glu 
350 

Ser Phe Asp Ser Arg 
365 

His Asp Arg Glu Arg 
380 

Glu Trp Asp Arg Asp 
395 

Arg Asp Arg Leu Arg 
410 

Arg Arg Asp Leu Asp 
425 

Val Glu Arg Asp Arg 
440 

Ser Gin lie Glu Ser 
455 

Glu His Glu Arg Asp 
470 

Leu Asp Lys Glu Arg 
485 

Phe Glu Glu Thr Asn 
500 

Asp Asp Glu Ser Lys 
515 

Ala Gly Glu Gly Tyr 
530 

lie Leu Ala Gly Asp 
545 

Glu Lys Met Pro Asp 
560 

Gly Leu Met Pro Lys 
575 

Ala Leu Leu Lys Phe 
590 

lie Ser Lys Lys Leu 
605 

Glu Thr Cys Gin Arg 
620 

Leu Phe Glu His Glu 
635 

Arg Lys Glu Glu Arg 
650 

Cys Lys Ala Leu Cys 
665 

Leu Val Lys Asn Glu 
680 

Ala Pro Met Val Asp 
695 

Phe Lys Arg Lys Thr 
710 

Glu Asp Asn Lys Leu 
725 
Val Ser 



250 

Leu Gly Ser Asn Arg 
265 

Arg Ser Pro Ser Asn 
280 

Ser Gly Arg Lys Arg 
295 

Lys Thr Lys Ser Leu 
310 

Asp Gin Leu Lys Arg 
325 

Arg Gin Asp Ser Arg 
340 

Ser Asp Arg Gin Val 
355 

Asp Arg Leu Gin Glu 
370 

Glu Arg Glu Arg Arg 
3 85 

Ala Asp Lys Asp Trp 
400 

Glu Arg Glu Arg Glu 
415 

Arg Glu Arg Glu Arg 
430 

Asp Arg Asp Arg Asp 
445 

Val Lys Arg Cys Glu 
460 

Leu Glu Ser Thr Ser 
475 

Met Asp Lys Asp Leu 
490 

Lys Ser Glu Arg Thr 
505 

Leu Asp Asp Ala His 
520 

Glu Pro lie Ser Asp 
535 

Ala Glu Lys Arg Glu 
550 

Pro Leu Asp Val lie 
565 

His Pro Lys Glu Pro 
580 

Thr Pro Gly Ala Val 
595 

Ala Gly Ser Glu Leu 
610 

Leu Leu Glu Lys Pro 
625 

Leu Gly Ala Leu Asn 
640 

Ala Ser Leu Leu Ser 
655 

Phe Arg Arg Asp Ser 
670 

Lys Gly Thr lie Arg 
685 

Asn Glu Leu Leu Arg 
700 

Thr Cys His Ala Pro 
715 

Ser Gin Ser Ser lie 
730 



255 

Ser Asn Arg Ser His 
270 

Asp Ser Ala His Arg 
285 

Val Leu His Ser Gly 
300 

Glu lie Thr Gly Glu 
315 

Gly Glu Pro Ser Arg 
330 

Ser His Ser Ser Arg 
345 

His Ser Arg Ser Gly 
360 

Arg Asp Arg Tyr Glu 
375 

Asp Thr Arg Gin Arg 
390 

Pro Arg Asn Arg Asp 
405 

Arg Glu Arg Asp Lys 
420 

Leu lie Ser Asp Ser 
435 

Arg Thr Phe Glu Ser 
450 

Ala Lys Leu Glu Gly 
465 

Arg Asp Ser Leu Ala 
480 

Gly Ser Val Gin Gly 
495 

Glu Ser Leu Glu Gly 
510 

Ser Leu Gly Ser Gly 
525 

Asp Glu Leu Asp Glu 
540 

Asp Gin Gin Asp Glu 
555 

Asp Val Asp Trp Ser 
57 0 

Arg Glu Pro Gly Ala 
585 

Met Leu Arg Val Gly 
600 

Phe Ala Lys Val Lys 
615 

Lys Asp Ala Asp Asn 
630 

Met Ala Ala Leu Leu 
645 

Asn Leu Gly Pro Cys 
660 

Ala lie Arg Lys Gin 
675 

Gin Ala Tyr Thr Ser 
690 

Leu Ser Leu Arg Leu 
705 

Gly His Glu Lys Thr 
720 

Gin Gin Glu Leu Cys 
735 
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<210> 2 
<211> 319 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> incyte ID No: 2378306CD1 



Met Arg Leu Ala Thr Lys Gly Gin Asp He Gin Glu Cys Thr Thr 
! 5 10 15 

Gin He Gin Tyr Leu Lys Gin Val Gin Gin Pro Ser Val Ala Gin 
20 25 30 

Leu Arg Ser Thr Met Val Asp Pro Ala He Asn Leu Phe Phe Leu 
35 40 45 

Lvs Met Lys Gly Glu Leu Glu Gin Thr Lys Asp Lys Leu Glu Gin 
50 55 60 

Ala Gin Asn Glu Leu Ser Ala Trp Lys Phe Thr Pro Asp Ser Gin 
65 70 75 

Thr Gly Lys Lys Leu Met Ala Lys Cys Arg Met Leu He Gin Glu 
80 85 90 

Asn Gin Glu Leu Gly Arg Gin Leu Ser Gin Gly Arg He Ala Gin 
95 100 105 

Leu Glu Ala Glu Leu Ala Leu Gin Lys Lys Tyr Ser Glu Glu Leu 
110 115 120 

U Lys Ser Ser Gin Asp Glu Leu Asn Asp Phe He He Gin Leu Asp 
]*..., 125 13 0 13 5 

2 Glu Glu Val Glu Gly Met Gin Ser Thr He Leu Val Leu Gin Gin 

140 145 150 

W Gin Leu Lys Glu Thr Arg Gin Gin Leu Ala Gin Tyr Gin Gin Gin 
p 155 160 165 

Gin Ser Gin Ala Ser Ala Pro Ser Thr Ser Arg Thr Thr Ala Ser 
ZZ 170 175 180 

Glu Pro Val Glu Gin Ser Glu Ala Thr Ser Lys Asp Cys Ser Arg 

03 185 190 195 
Leu Thr Asn Gly Pro Ser Asn Gly Ser Ser Ser Arg Gin Arg Thr 

200 205 210 

Ser Gly Ser Gly Phe His Arg Glu Gly Asn Thr Thr Glu Asp Asp 
P" 215 220 225 

Q Phe Pro Ser Ser Pro Gly Asn Gly Asn Lys Ser Ser Asn Ser Ser 
hj 230 235 240 

S Glu Glu Arg Thr Gly Arg Gly Gly ser Gly Tyr Val Asn Gin Leu 
y 245 250 255 

* y Ser Ala Gly Tyr Glu Ser Val Asp Ser Pro Thr Gly Ser Glu Asn 

260 265 270 

Ser Leu Thr His Gin Ser Asn Asp Thr Asp Ser Ser His Asp Pro 
275 280 285 

Gin Glu Glu Lys Ala Val Ser Gly Lys Gly Asn Arg Thr Val Gly 
290 295 300 

Ser Arg His Val Gin Asn Gly Leu Asp Ser Ser Val Asn Val Gin 
3 05 310 315 

Gly Ser Val Leu 



<210> 3 

<211> 131 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3706232CD1 

<400> 3 

Met Arg Leu Phe Leu Trp Asn Ala 

1 ' 5 

Ser Leu He Gly Ala Leu He Pro 



Val Leu Thr Leu Phe Val Thr 
10 15 
Glu Pro Glu Val Lys He Glu 
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20 


Val 


Leu 


Gin 


Lys 


Pro 
35 


Asp 


Leu 


Met 


Leu 


Val 
50 

Ser 
65 


Ser 


Leu 


Phe 


His 


Trp 


Phe 


Thr 


Leu 


Gly 
80 


Gly 


Leu 


Lys 


Gly 


Met 
95 


Pro 


Pro 


Ala 


Leu 


Gly 
110 


Thr 


His 


Pro 


Cys 


Arg 
125 



<210> 4 
<211> 642 
<212> PRT 

<213> Homo sapiens 









25 


Phe 


He 


Cys His 


Arg 








40 


His 


Tyr 


Glu Gly 


Tyr 








55 


Thr 


His 


Lys His 


Asn 








70 


He 


Leu 


Glu Ala 


Leu 








85 


Cys 


Val 


Gly Glu 


Lys 






100 


Tyr 


Gly Lys Glu 


Gly 








115 


Arg 


Met 


Phe Lys 


Gin 






130 



30 

Lys Thr Lys Gly Gly 
45 

Leu Glu Lys Asp Gly 
60 

Asn Gly Gin Pro He 
75 

Lys Gly Trp Asp Gin 
90 

Arg Lys Leu He He 
105 

Lys Glu Leu Ser Ala 
120 

He 



<220> 

<221> misc_feature 

<223> Incyte ID No: 25983 6CD1 



<400> 4 














Met 


He 


Pro 


Asn 


Glv 


Tvr 

x Jr J - 


Leu 


Met 










5 








Glu 


Ser 


Ser 


Val 


Ala 
20 


Lys 


Leu 


Asn 


Phe 


Cys 


Asp 


Val 


Arg 


Leu 


Gin 


Val 








35 








His 


Arg 


Ala 


Val 


Leu 


Ala 


Cys 


Cys 








50 








Phe 


Asn 


Ser 


Asp 


Ser 
65 


Asp 


Pro 


His 


Asp 


Asp 


Leu 


Asn 


Pro 
80 


Glu 


Ala 


Val 


Tyr 


Thr 


Ala 


Gin 


Leu 


Lys 


Ala 


Asp 








95 








Tyr 


Ser 


Ala 


Ala 


Lys 


Lys 


Leu 


Lys 








110 








Cys 


Gly Asp 


Tyr 


Leu 


Leu 


Ser 


Arg 








125 








Ser 


Tyr 


Arg 


Asn 


Phe 


Ala 


Ser 


Cys 








140 








Asn 


Lys 


Val 


Asp 


Ala 


Tyr 


He 


Gin 








155 








Glu 


Glu 


Glu 


Glu 


Phe 
170 


Leu 


Lys 


Leu 


Met 


Leu 


Glu 


Asp 


Asn 
185 


Val 


Cys 


Leu 


Thr 


Lys 


Val 


He 


Asn 


Trp 


Val 


Gin 








200 








Asp 


Ser 


Leu 


Glu 


Glu 


Leu 


Met 


Glu 








215 








Ser 


Ala 


Asp 


His 


Lys 


Leu 


Leu 


Asp 








230 








Ala 


Glu 


Val 


Phe 


Gly 


Ser 


Asp Asp 










245 








Lys 


Lys 


Pro 


Pro 


Arg 


Glu 


Asn Gly 






260 








Ser 


Thr 


Gly Cys 


Leu 


Ser 


Ser 


Pro 










275 








Lys 


His 


Glu Trp 


Lys 


He 


Val 


Ala 








290 








Thr 


Tyr 


Leu 


Cys 


Leu 


Ala 


Val 


Leu 








305 









Phe 


Glu 


Asp 


Glu 


Asn 


Phe 


He 




10 








15 


Ala 


Leu 


Arg 


Lys 


Ser 


Gly 


Gin 




25 










30 


Cys 


Gly 


His 


Glu 


Met 


Leu 


Ala 


40 










45 


Ser 


Pro 


Tyr 


Leu 


Phe 


Glu 


He 




55 








60 


Gly 


He 


Ser 


His 


Val 


Lys 


Phe 


70 










75 


Glu 


Val 


Leu 


Leu 


Asn 


Tyr 


Ala 




85 










90 


Lys 


Glu 


Leu 


Val 


Lys 


Asp 


Val 


100 










105 


Met 


Asp 


Arg 


Val 


Lys 


Gin 


Val 




115 










120 


Met 


Asp 


Val 


Thr 


Ser 


Cys 


He 




130 










135 


Met 


Gly 


Asp 


Ser 


Arg 


Leu 


Leu 




145 










150 


Glu 


His 


Leu 


Leu 


Gin 


He 


Ser 




160 










165 


Pro 


Arg 


Leu 


Lys 


Leu 


Glu 


Val 




175 










180 


Pro 


Ser 


Asn 


Gly 


Lys 


Leu 


Tyr 




190 










195 


Arg 


Ser 


He 


Trp 


Glu 


Asn 


Gly 


205 










210 


Glu 


Val 


Gin 


Thr 


Leu 


Tyr 


Tyr 




220 










225 


Gly Asn 


Leu 


Leu 


Asp 


Gly 


Gin 




235 










240 


Asp 


His 


He 


Gin 


Phe 


Val 


Gin 


250 










255 


His 


Lys 


Gin 


He 


Ser 


Ser 


Ser 




265 










270 


Asn 


Ala 


Thr 


Val 


Gin 


Ser 


Pro 




280 










285 


Ser 


Glu 


Lys 


Thr 


Ser 


Asn 


Asn 




295 








300 


Asp 


Gly 


He 


Phe 


Cys 


Val 


He 


310 










315 



4/16 



WO 01/02569 



PCT/USOO/18505 



Phe Leu His Gly Arg Asn Ser Pro Gin Ser Ser Pro Thr Ser Thr 

320 325 330 

Pro Lys Leu Ser Lys Ser Leu Ser Phe Glu Met Gin Gin Asp Glu 

335 340 345 

Leu lie Glu Lys Pro Met Ser Pro Met Gin Tyr Ala Arg Ser Gly 

350 355 360 

Leu Gly Thr Ala Glu Met Asn Gly Lys Leu lie Ala Ala Gly Gly 

365 370 375 

Tyr Asn Arg Glu Glu Cys Leu Arg Thr Val Glu Cys Tyr Asn Pro 

380 385 390 

His Thr Asp His Trp Ser Phe Leu Ala Pro Met Arg Thr Pro Arg 

395 400 405 

Ala Arg Phe Gin Met Ala Val Leu Met Gly Gin Leu Tyr Val Val 

410 415 420 

Gly Gly Ser Asn Gly His Ser Asp Asp Leu Ser Cys Gly Glu Met 

42 5 43.0 43 5 

Tyr Asp Ser Asn lie Asp Asp Trp lie Pro Val Pro Glu Leu Arg 

440 445 450 

Thr Asn Arg Cys Asn Ala Gly Val Cys Ala Leu Asn Gly Lys Leu 

455 460 465 

Tyr lie Val Gly Gly Ser Asp Pro Tyr Gly Gin Lys Gly Leu Lys 

470 475 480 

Asn Cys Asp Val Phe Asp Pro Val Thr Lys Leu Trp Thr Ser Cys 

485 490 495 

Ala Pro Leu Asn lie Arg Arg His Gin Ser Ala Val Cys Glu Leu 

500 ~ " 505 510 

Gly Gly Tyr Leu Tyr lie lie Gly Gly Ala Glu Ser Trp Asn Cys 

515 520 525 

Leu Asn Thr Val Glu Arg Tyr Asn Pro Glu Asn Asn Thr Trp Thr 

530 535 540 

Leu lie Ala Pro Met Asn Val Ala Arg Arg Gly Ala Gly Val Ala 

545 550 555 

Val Leu Asn Gly Lys Leu Phe Val Cys Gly Gly Phe Asp Gly Ser 

560 565 570 

His Ala lie Ser Cys Val Glu Met Tyr Asp Pro Thr Arg Asn Glu 

575 580 585 

Trp Lys Met Met Gly Asn Met Thr Ser Pro Arg Ser Asn Ala Gly 

590 595 600 

lie Ala Thr Val Gly Asn Thr lie Tyr Ala Val Gly Gly Phe Asp 

605 610 615 

Gly Asn Glu Phe Leu Asn Thr Val Glu Val Tyr Asn Leu Glu Ser 

620 625 630 

Asn Glu Trp Ser Pro Tyr Thr Lys lie Phe Gin Phe 

635 640 

<210> 5 

<211> 349 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 893681CD1 



<400> 5 




























Met 


Glu 


Thr 


Pro 


Pro 


Val 


Asn 


Thr 


He 


Gly 


Glu 


Lys 


Asp 


Thr 


Ser 


1 








5 










10 










15 


Gin 


Pro 


Gin 


Gin 


Glu 


Trp 


Glu 


Lys 


Asn 


Leu 


Arg 


Glu 


Asn 


Leu 


Asp 










20 








25 










30 


Ser 


Val 


lie 


Gin 


He 


Arg 


Gin 


Gin 


Pro 


Arg 


Asp 


Pro 


Pro 


Thr 


Glu 










35 








40 










45 


Thr 


Leu 


Glu 


Leu 


Glu 
50 


Val 


Ser 


Pro 


Asp 


Pro 
55 


Ala 


Ser 


Gin 


He 


Leu 
60 


Glu 


His 


Thr 


Gin 


Gly 
65 


Ala 


Glu 


Lys 


Leu 


Val 
70 


Ala 


Glu 


Leu 


Glu 


Gly 
75 


Asp 


Ser 


His 


Lys 


Ser 


His 


Gly 


Ser 


Thr 


Ser 


Gin 


Met 


Pro 


Glu 


Ala 






80 










85 










90 


Leu 


Gin 


Ala 


Ser 


Asp 


Leu 


Trp 


Tyr 


Cys 


Pro 


Asp Gly 


Ser 


Phe 


Val 
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95 






Lys 


Lys 


lie 


Val 


He 


Arg 


Gly 






110 






Gly 


Ser 


Cys 


Cys 


Arg 


Val 


Leu 








125 






Gly 


Pro 


Pro 


Glu 


Gly 


Trp 


Thr 








140 






Trp 


Arg 


Glu 


Glu 


Thr 


Trp 


Gly 








155 






Ser 


Met 


Cys 


Gin 


Gly 


Glu 


Glu 








17 0 






Ser 


Gly 


Pro 


Pro 


Val 


Arg 


Leu 








185 






Arg 


Asp 


Ser 


Trp 


Glu 


Leu 


Glu 








200 






Arg 


Glu 


Glu 


Arg 


Ala 


Arg Gly 








215 






Pro 


Glu Gly Ala 


Ala 


Arg 


Cys 










230 






Leu 


Thr 


Leu 


Pro 


Pro 
245 


Pro 


Gly 


Ala 


Asn 


Leu 


Ala 


Ala 
260 


Cys 


Gin 


Ala 


Ala 


Gin 


Ser 


Cys 
275 


Asp 


Arg 


Leu 


Lys 


Ala 


Leu 


Tyr 


Arg 


Arg 








290 






Asn 


Leu 


Glu 


Lys 


Ala 
305 


Thr 


Ala 


Asp 


Pro 


Lys 


Asn 


Arg 
320 


Ala 


Ala 


lie 


Gin 


Gly 


Lys 


Asn 
335 


Gin 


Asp 


Lys 


Met 


Phe 


Gly 











100 










105 


His Gly 


Leu 


Asp 


Lys 


Pro 


Lys 


Leu 


115 










120 


Ala Leu 


Gly 


Phe 


Pro 


Phe 


Gly 


Ser 




130 










135 


Glu Leu 


Thr 


Met 


Gly Val 


Gly 


Pro 




145 










150 


Glu Leu 


He 


Glu 


Lys 


Cys 


Leu 


Glu 




160 










165 


Ala Glu 


Leu 


Gin 


Leu 


Pro 


Gly 


His 




175 










180 


Thr Leu 


Ala 


Ser 


Phe 


Thr 


Gin 


Gly 




190 










195 


Thr Ser 


Glu 


Lys 


Glu 


Ala 


Leu 


Ala 




205 










210 


Thr Glu 


Leu 


Phe 


Arg 


Ala 


Gly 


Asn 




220 










225 


Tyr Gly Arg 


Ala 


Leu 


Arg 


Leu 


Leu 




235 










240 


Pro Pro 


Glu 


Arg 


Thr 


Val 


Leu 


His 




250 










255 


Leu Leu 


Leu 


Gly Gin 


Pro 


Gin 


Leu 




265 










270 


Val Leu 


Glu 


Arg 


GlU 


Pro 


Gly 


His 




280 










285 


Gly Val 


Ala 


Gin 


Ala 


Ala 


Leu Gly 


295 










300 


Asp Leu 


Lys 


Lys 


Val 


Leu 


Ala 


He 


310 










315 


Gin Glu 


Glu 


Leu Gly 


Lys 


Val 


Val 




325 










330 


Ala Gly 


Leu 


Ala 


Gin 


Gly 


Leu 


Arg 


340 










345 



<210> 6 

<211> 300 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 21094 68CD1 



<400> 6 












Met 


Ala 


Glu 


Ser 


Glu 


Asp 


Arg 


1 








5 






Lys 


Thr 


Gly 


Ser 


Gly 


Lys 


Ser 








20 






Glu 


Glu 


He 


Phe 


Asp 
35 


Ser 


Arg 


Asn 


Cys 


Gin 


Lys 


Ala 


Ser 


Arg 








50 






Val 


Val 


Asp 


Thr 


Pro 
65 


Gly 


Leu 


Thr 


Thr 


Cys 


Lys 


GlU 
80 


He 


Ser 


Gly 


Pro 


His 


Ala 


He 


Val 


Leu 








95 






Glu 


Glu 


Glu 


Gin 


Lys 
110 


Thr 


Val 


Lys 


Ser 


Ala 


Met 


Lys 


His 


Met 








125 






Glu 


Leu 


Glu 


Gly 


Gin 
140 


Ser 


Phe 


Val 


Gly 


Leu 


Lys 


Ser 


He 


Val 








155 







Ser 


Leu 


Arg 


He Val 


Leu 


Val 


Gly 






10 








15 


Ala 


Thr 


Ala 


Asn Thr 


He 


Leu 


Gly 






25 








30 


He 


Ala 


Ala 


Gin Ala 


Val 


Thr 


Lys 






40 








45 


Glu 


Trp 


Gin 


Gly Arg 


Asp 


Leu 


Leu 




55 








60 


Phe 


Asp 


Thr 


Lys Glu 


Ser 


Leu 


Asp 




70 






75 


Arg 


Cys 


He 


He Ser 


Ser 


Cys 


Pro 


85 








90 


Val 


Leu 


Leu Leu Gly Arg Tyr 


Thr 






100 








105 


Ala 


Leu 


He 


Lys Ala 


Val 


Phe 


Gly 






115 






120 


Val 


He 


Leu 


Phe Thr 


Arg 


Lys 


Glu 






130 








135 


His 


Asp 


Phe 


He Ala 


Asp 


Ala 


Asp 




145 








150 


Lys 


Glu 


Cys 


Gly Asn 


Arg 


Cys 


Cys 




160 








165 
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Ala 


Phe 


Ser 


Asn 


Ser 
170 


Lys 


Lys 


Thr 


Gin 


Val 


Gin 


Glu 


Leu 
185 


Val 


Glu 


Leu 


Asn 


Glu 


Gly 


Ala 


Tyr 
200 


Phe 


Ser 


Asp 


Glu 


Arg 


Leu 


Lys 


Gin 
215 


Arg 


Glu 


Glu 


Asp 


Gin 


Leu 


Asn 


Glu 


Glu 


He 


Lys 








230 








Lys 


Ser 


Glu 


Glu 


Glu 


Lys 


Glu 


Lys 








245 








Lys 


Tyr 


Asp 


Glu 


Lys 


He 


Lys 


Asn 








260 








Asn 


He 


Phe 


Lys 


Asp 
275 


Val 


Phe 


Asn 


Glu 


He 


Trp 


His 


Arg 


Phe 


Leu 


Ser 



290 

<210> 7 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc__f eature 

<223> Incyte ID No: 2223341CD1 

<400> 7 

Met Ser Cys Thr He Glu Lys Ala 

1 5 
Val Glu Arg Leu Arg Asp His Asp 
20 

Glu Gin Thr Thr Ala Leu Asn Lys 
35 

Tyr Gin Glu Glu He Gin Glu Leu 
50 

Pro Arg Ser Thr Leu Val Met Gly 
65 

He Arg Glu Leu Gin Gin Glu Asn 
80 

Glu Glu His Gin Ser Ala Leu Glu 
95 

Glu Gin Met Phe Arg Leu Leu Met 
110 

<210> 8 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc.feature 

<223> Incyte ID No: 2291926CD1 

<400> 8 



Met 


His 


Leu 


Ala 


Leu 


Thr 


Thr 


Val 


1 








5 








Leu 


Gin 


Ala 


Phe 


Glu 
20 


He 


Val 


Glu 


Thr 


Pro 


Cys 


Pro 


Ala 


Phe 


Leu 


Met 








35 








Ala 


Asp 


Met 


Ser 


Phe 


Glu 


Leu 


Pro 








50 








Val 


Pro 


Ala 


Val 


Val 
65 


Trp 


Phe 


Tyr 


His 


Thr 


Lys 


Val 


Leu 


Thr 


Asp 


Phe 



80 



PCT/US00/18505 



Ser 


Lys 


Ala 


Glu 


Lys 


Glu 


Ser 




175 










180 


He 


Glu 


Lys 


Met 


Val 


Gin 


Cys 




190 








195 


Asp 


He 


Tyr 


Lys 


Asp 


Thr 


Glu 




205 










210 


Val 


Leu 


Arg 


Lys 


He 


Tyr 


Thr 




220 










225 


Leu 


Val 


Glu 


Glu 


Asp 


Lys 


His 




235 










240 


Glu 


He 


Lys 


Leu 


Leu 


Lys 


Leu 




250 








255 


He 


Arg 


Glu 


Glu 


Ala 


Glu 


Arg 




265 










270 


Arg 


He 


Trp 


Lys 


Met 


Leu 


Ser 




280 










285 


Lys 


Cys 


Lys 


Phe 


Tyr 


Ser 


Ser 


295 










300 



Leu 


Ala 


Asp 


Ala 


Lys 


Ala 


Leu 




10 








15 


Asp 


Ala 


Ala 


Glu 


Ser 


Leu 


He 


25 










30 


Arg 


Val 


Glu 


Ala 


Met 


Lys 


Gin 


40 










45 


Asn 


Glu 
55 


Val 


Ala 


Arg 


His 


Arg 
60 


He 


Gin 
70 


Gin 


Glu 


Asn 


Arg 


Gin 

75 


Lys 


Glu 


Leu 


Arg 


Thr 


Ser 


Leu 


85 










90 


Leu 


He 
100 


Met 


Ser 


Lys 


Tyr 


Arg 
105 


Ala 


Ser 
115 


Lys 


Lys 


Arg 







Leu 


Leu 


Trp 


Ala 


Trp Gly 


Ser 




10 








15 


Lys 


Glu 


Asn 


He 


Phe 


Gin 


Arg 


25 










30 


Phe 


Glu 


Asn 


Ala 


Ala 


Tyr 


Leu 




40 










45 


Cys 


His 


Cys 


Lys 


Pro 


Glu 


Glu 


55 










60 


Gin 


Lys 


His 


Leu 


Gly 


Ser 


Ser 




70 










75 


Asp 


Gly 


Arg 


Val 


Leu 


Thr 


Glu 




85 










90 



7/16 



WO 01/02569 



PCT/US00/18505 



Ala 


Ala 


Gin 


Val 


Arg 
95 


Val 


Gly 


Ser 


He 


Arg 


Met 


Phe 


Ser 


Leu 


Leu 


Val 








110 








Ser 


Gly 


Leu 


Tyr 


Phe 
125 


Cys 


Gly 


Thr 


Ala 


Tyr 


Asp 


Val 


Asp 


He 


Gin 


Asn 








140 








Phe 


Gin 


Asp 


Glu 


Gly 
155 


Gin 


Glu 


Pro 


His 


Leu 


His 


Val 


Phe 
17 0 


Thr 


Thr 


Phe 


Arg 


Cys 


Gly Val 


Arg 


Gly 


Glu 


Gin 










185 








Leu 


Gin 


Ser 


Pro 


Asp 
200 


Leu 


Ser 


Pro 


Asp 


Val 


Val 


Ser 


Cys 


Gly 


Ser 


Arg 








215 








Thr 


Lys 


Ala 


Arg 


Asp 
230 


His 


Thr 


Pro 


Leu 


Val 


Pro 


Cys 


Glu 


Lys 


Thr 


Lys 








245 








Ala 


He 


He 


Asn 


Tyr 
260 


Val 


Ser 


Lys 


Ala 


Pro 


Gly Ala 


His 


Ser 


Val 


Pro 










275 








Thr 


His 


His 


Leu 


Leu 
290 


Ser 


Trp 


Ala 


Gly 


Thr 


Lys 


Thr 


Ala 


Ser 


Thr 


Ser 








305 








<210> 9 















<211> 139 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2362126CD1 

<400> 9 



Met 


Glu 


Phe 


Phe 


Cys 
5 


Trp 


Phe 


Trp 


1 

Asn 


Met 


He 


Arg 


Pro 


Gin 


Asn 


Ala 










20 








Met 


Glu 


Asn 


Thr 


Asp 


Ser 


Pro 


Trp 










35 








Tyr 


Lys 


He 


Asn 


Ala 


Phe 


Asp 


Thr 








50 








Gly 


Lys 


Glu 


Phe 


Ser 


Asp 


Pro 


He 








65 








Trp 


Arg 


Thr 


Lys 


Glu 


His 


Asn 


Glu 








80 








Ser 


Val 


Asp 


Lys 


Val 


Met 


Lys 


Glu 










95 








He 


Ser 


Gin 


Leu 


Gin 


Lys 


Gin 


He 










110 








He 


Ala 


Leu 


Ser 


Glu 


Ser 


Leu 


He 










125 








He 


Val 


Glu 


Lys 











<210> 10 

<211> 565 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 



Asp 


Met 


Leu 


Thr 


Arg 


Phe 


Ser 


100 










105 


Phe 


Arg 


Ala 


Gin 


Ser 


Glu 


Asp 




115 










120 


Arg 


Lys 


Gly 


Asp 


Tyr 


Phe 


Tyr 


130 










135 


Ser 


Glu 


Gly 


Met 


Val 


Ala 


Thr 




145 








150 


Phe 


Ala 


Asp 


Glu 


Tyr 


Tyr 


Gly 




160 










165 


Trp 


Glu 


Trp 


Thr 


Pro 


Cys 


Asp 


175 










180 


Trp 


Arg 


He 


Gly 


Leu 


Cys 


Tyr 


190 










195 


Arg 


Tyr 


Leu 


Lys 


Ala 


Val 


Pro 




205 










210 


Ala 


Val 


Pro 


Arg 


Lys 


Leu 


Arg 




220 










225 


Glu 


Val 


Leu 


Val 


Arg 


Ser 


Cys 




235 










240 


Thr 


He 


Arg 


Glu 


Gly 


Val 


Leu 




250 










255 


Val 


Gly 


Ser 


Arg 


Pro 


Leu 


Gly 




265 










270 


Pro 


Ala 


Glu 


Thr 


Gly 


Pro 


Trp 




280 










285 


Arg 


Gin 


Ser 


Met 


Gin 


Trp 


Pro 


295 










300 


Thr 


Ala 


His 


Ser 


Thr 








310 













Gly 


Phe 


Trp 


Ser 


Trp 


Leu 


Leu 


10 










15 


Lys 


Asp 


Ser 


Thr 


Ser 


Asn 


Ser 


25 










30 


Cys 


Glu 


Leu 


Phe 


Lys 


Glu 


Leu 


40 










45 


Pro 


Asp 
55 


Ser 


Leu 


Leu 


Met 


Arg 
60 


His 


His 
70 


Thr 


Phe 


Asp 


His 


Met 
75 


Ala 


Gly 
85 


Trp 


Leu 


Leu 


Leu 


Ser 
90 


Asn 


Asp 


Glu 


Leu 


Gly Asp 


Ser 




100 










105 


Leu 


Ser 
115 


Leu 


Lys 


Ser 


Ala 


Lys 
120 


Ser 


Cys 
130 


Arg 


Glu 


Arg 


Thr 


Glu 
135 
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<223> Incyte ID No: 5325511CD1 



<400> 10 ... 
Met Asn Val He Asp His Val Arg Asp Met Ala Ala Ala Gly Leu 
15 10 15 

His Ser Asn Val Arg Leu Leu Ser Ser Leu Leu Leu Thr Met Ser 
20 25 30 

Asn Asn Asn Pro Glu Leu Phe Ser Pro Pro Gin Lys Tyr Gin Leu 
35 40 45 

Leu Val Tyr His Ala Asp Ser Leu Phe His Asp Lys Glu Tyr Arg 
50 ~ 55 60 

Asn Ala Val Ser Lys Tyr Thr Met Ala Leu Gin Gin Lys Lys Ala 
65 70 75 

Leu Ser Lys Thr Ser Lys Val Arg Pro Ser Thr Gly Asn Ser Ala 
80 85 90 

Ser Thr Pro Gin Ser Gin Cys Leu Pro Ser Glu He Glu Val Lys 
95 " 100 105 

Tvr Lvs Met Ala Glu Cys Tyr Thr Met Leu Lys Gin Asp Lys Asp 
110 " H5 120 

Ala He Ala He Leu Asp Gly He Pro Ser Arg Gin Arg Thr Pro 
125 130 135 

Lys He Asn Met Met Leu Ala Asn Leu Tyr Lys Lys Ala Gly Gin 
140 145 150 

Glu Arg Pro Ser Val Thr Ser Tyr Lys Glu Val Leu Arg Gin Cys 
155 160 165 

Pro Leu Ala Leu Asp Ala He Leu Gly Leu Leu Ser Leu Ser Val 
170 175 180 

Lys Gly Ala Glu Val Ala Ser Met Thr Met Asn Val He Gin Thr 
185 190 195 

Val Pro Asn Leu Asp Trp Leu Ser Val Trp He Lys Ala Tyr Ala 
200 205 210 

Phe Val His Thr Gly Asp Asn Ser Arg Ala He Ser Thr He Cys 
215 220 225 

Ser Leu Glu Lys Lys Ser Leu Leu Arg Asp Asn Val Asp Leu Leu 
230 235 240 

Gly Ser Leu Ala Asp Leu Tyr Phe Arg Ala Gly Asp Asn Lys Asn 
245 ~ 250 255 

Ser Val Leu Lys Phe Glu Gin Ala Gin Met Leu Asp Pro Tyr Leu 
260 265 270 

He Lys Gly Met Asp Val Tyr Gly Tyr Leu Leu Ala Arg Glu Gly 
275 "~ 280 285 

Ara Leu Glu Asp Val Glu Asn Leu Gly Cys Arg Leu Phe Asn He 
290 295 300 

Ser Asp Gin His Ala Glu Pro Trp Val Val Ser Gly Cys His Ser 
305 310 315 

Phe Tyr Ser Lys Arg Tyr Ser Arg Ala Leu Tyr Leu Gly Ala Lys 
320 325 330 

Ala He Gin Leu Asn Ser Asn Ser Val Gin Ala Leu Leu Leu Lys 
335 340 345 

Gly Ala Ala Leu Arg Asn Met Gly Arg Val Gin Glu Ala He He 
350 355 360 

His Phe Arg Glu Ala He Arg Leu Ala Pro cys Arg Leu Asp Cys 
365 370 375 

Tvr Glu Gly Leu He Glu Cys Tyr Leu Ala Ser Asn Ser He Arg 
380 ~ 385 390 

Glu Ala Met Val Met Ala Asn Asn Val Tyr Lys Thr Leu Gly Ala 
395 400 405 

Asn Ala Gin Thr Leu. Thr Leu Leu Ala Thr Val Cys Leu Glu Asp 
410 415 420 

Pro Val Thr Gin Glu Lys Ala Lys Thr Leu Leu Asp Lys Ala Leu 
425 430 435 

Thr Gin Arg Pro Asp Tyr He Lys Ala Val Val Lys Lys Ala Glu 
440 445 450 

Leu Leu Ser Arg Glu Gin Lys Tyr Glu Asp Gly He Ala Leu Leu 
455 460 465 

Arg Asn Ala Leu Ala Asn Gin Ser Asp Cys Val Leu His Arg He 
470 475 480 
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Leu 


Gly 


Asp 


Phe 


Leu 


Val 


Ala 


Va 1 Asn 


Glu 


Tyr 


Gin 


Glu 


Ala 


Met 






485 








490 










/IOC 

4 y b 


Asp 


Gin 


Tyr 


Ser 


lie 


Ala 


Leu 


Ser Leu 


Asp 


Pro 


Asn 


Asp 


<j±n 


Lys 






500 








505 










DlU 


Ser 


Leu 


Glu 


Gly 


Met 


Gin 


Lys 


Met Glu 


Lys 


Glu 


nl .I 

(j»1U 


Ser 


Pro 


rnU r 
1 XIX 








515 








con 












Asp 


Ala 


Thr 


Gin 


Glu 


Glu 


Asp 


Val Asp 


Asp 


Met 


GlU 


Gly 


Ser 


Gly 








530 








535 










540 


Glu 


Glu 


Gly 


Asp 


Leu 


Glu 


Gly 


Ser Asp 


Ser 


Glu 


Ala 


Ala 


Gin 


Trp 






545 






550 










555 


Ala 


Asp 


Gin 


Glu 


Gin 


Trp 


Phe 


Gly Met 


Gin 


















560 








565 













<210> 11 

<211> 3360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 089071CB1 

<400> 11 

gataaagaac gagaacgcca aagggattgg gaagacaaag acaaaggacg agatgaccgc 60 
agagaaaagc gagaagagat ccgagaagat aggaatccaa gagatggaca tgatgaaaga 120 
aaatcaaaga agcgctatag aaatgaaggg agtcccagcc ctagacagtc cccgaagcgc 180 
cggcgtgaac attctccgga cagtgatgcc tacaacagtg gagatgataa aaatgaaaaa 240 
cacagactct tgagccaagt tgtacgacct caagaatctc gttctcttag tccctcgcac 300 
ctcacagaag acagacaggg tagatggaaa gaggaggatc gtaaaccaga aaggaaagag 360 
agttcaaggc gctacgaaga acaggaactc aaggagaaag tttcttctgt agataaacag 420 
agagaacaga cagaaatcct ggaaagctca agaatgcgtg cacaggacat tataggacac 480 
caccagtctg aagatcgaga gacatctgat cgagctcatg atgaaaacaa gaagaaagca 540 
aaaattcaaa agaaaccaat taagaaaaag aaagaggatg atgttggaat agagaggggt 600 
aacatagaga caacatctga agatggtcaa gtattttcac caaaaaaagg acagaaaaag 660 
aaaagcattg aaaaaaaacg taaaaaatcc aaaggtgatt ctgatatttc tgatgaagaa 720 
gcagtccagc aaagtaagaa gaaaagaggc ccacggactc cccctataac aactaaagag 780 
gaattggttg aaatgtgcag tggtaagaat ggtattctag aggactccca gaaaaaagaa 840 
gatacagcat tcagtgactg gtctgatgag gatgtccctg accgtacaga ggtgacagaa 900 
gcagagcata ctgccaccgc cacgactcct ggtagtaccc cttctcctct atcttctctt 960 
cttcctcctc caccgcctgt ggctactgcc actgctacaa ctgtgcctgc aactcttgct 1020 
gccactactg ctgctgccgc cacctctttc agcacatctg ccatcactat ttccacctct 1080 
gccaccccca ccaataccac caataatact tttgccaatg aagactcaca cagaaaatgc 1140 
cacagaacac gagtagaaaa agtagagacg cctcacgtga ctatagaaga tgcacagcat 1200- 
cgcaagccta tggatcaaaa gaggagcagc agcctcggga gcaatcggag taaccgtagt 1260 
catacgtctg gtcgtcttcg ctccccatcc aatgattcag cccatcgaag tggagatgac 1320 
caaagtggtc gaaagagagt actgcacagt ggctcaagag atagagaaaa aacaaaaagc 1380 
ctggaaatca caggagagag aaaatctagg attgatcagt taaagcgtgg agaacccagt 1440 
cgaagtactt cttcagatcg ccaggattca agaagccata gttcaagaag aagttctcca 1500 
gagtcagatc gacaggtcca ttcaagatct gggtcatttg atagcagaga caggcttcaa 1560 
gaacgagatc gatatgaaca cgacagagag cgcgagagag agaggagaga tacgaggcag 162 0 
agagaatggg accgagatgc tgataaagat tggccacgca acagggatcg agatagattg 1680 
cgagaacgag aacgagagag agaacgagac aaaaggagag acttggatag ggaaagagag 174 0 
agactaattt ctgattctgt tgaaagggac agggacagag acagagacag aacttttgag 1800 
agttctcaaa tagagtctgt gaaacgctgt gaagcaaaac tggaaggtga acatgaaagg 1860 
gatctagaaa gcacttcccg agactctcta gccttggata aagagagaat ggataaagat 192 0 
ctgggatctg tgcagggatt tgaagaaaca aataaatccg agagaactga gagtctggaa 1980 
ggagatgacg agtccaagtt agatgatgca cattcattag gctctggtgc tggagaagga 2040 
tacgagccaa tcagtgatga cgaactagat gaaattctgg caggtgatgc agaaaagagg 2100 
gaggaccaac aggatgagga gaagatgcca gatcccttag atgtgataga tgtggattgg 2160 
tctggtctta tgccaaagca tccaaaagaa ccacgagagc ctggggctgc actcttaaaa 2220 
ttcacacctg gagctgttat gctaagagtt gggatttcta aaaagttggc aggttctgaa 2280 
ctctttgcca aagtcaaaga aacatgtcag agacttttag aaaaacccaa agatgcagac 2340 
aatctctttg aacatgaatt gggggctctc aatatggctg cattactacg aaaagaagaa 2400 
agagcaagtc ttcttagtaa tcttggccca tgttgtaagg cgttgtgctt cagacgggat 2460 
tctgcaattc gaaagcagct tgttaaaaat gagaagggca ccataagaca ggcttacacg 2520 
agtgctccaa tggtagacaa tgaattactt cgattgagtc ttcggttatt taagcggaag 2580 
actacttgcc atgctccagg acatgaaaag actgaagata ataaactttc acagtccagt 2640 
atccaacagg aactgtgtgt gtcttaagac cgaagttcaa tatggtattt ttggtactgt 2700 
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cttccttcag 
aaggcagaaa 
ctagttttgg 
aaataatgtg 
attttggaaa 
atggatttat 
catcaaagta 
gctggtctag 
ttttttcctt 
tgtgcattgt 
gagattgtgt 



cagtgcatat 
agatttatca 
ccaacttaag 
aaaacatcta 
atggttgtca 
gtctggatca 
attgctcaca 
ctggcgtggt 
ttgaaagttt 
tacaatgtat 
actattttta 



tcttttgcaa 
gccatgctaa 
attttacgtt 
gat ttagtag 
ctgctcttcc 
tccatacaga 
ttgtgcagta 
atgtttatag 
tttaaaaatt 
gttggatgtc 
tttttaataa 



agttctttgg 
aagagtgaag 
aat ttttaca 
tttattctgc 
agcctatgaa 
accaacaatt 
ctatgttgta 
gcgaatttca 
atttcatggg 
ttttgaccct 
atgtatcttc 



tttgacaagc 
aattttgatc 
tagtatttga 
gccttttgtt 
tatttttgtg 
ttattcaaaa 
cagaccacgt 
gcagaaggaa 
tctttttttt 
aaatgctttt 
cctttaaaaa 



attagtgaca 
tttagagaca 
cactcatgca 
aaaac tgaag 
aaatggaacc 
acaatgtgtt 
gaaagggaat 
gccaaaatag 
aattaatatg 
tttgttatca 
aaaaaaaaaa 



2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 



<210> 12 

<211> 1238 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_ feature 

<223> Incyte ID No: 2378306CB1 



<400> 12 

acatccttgg aatgcgacta gcaaccaagg 
tccagtacct caagcaagtc cagcagccta 
acccagcgat caacttgttt ttcctaaaaa 
aactggaaca agcccaaaat gaactgagtg 
ggaaaaagtt aatggcgaag tgtcgaatgc 
agctgtccca gggacgtatt gcacaacttg 
gtgaggagct taaaagcagt caggatgaac 
aagtagaggg tatgcagagt accattctag 
agcagttggc tcagtaccag cagcagcagt 
ctacagcttc tgaacctgta gaacagtcag 
caaacggacc aagtaatggt agctcctccc 
gggagggcaa cacaaccgaa gatgactttc 
ccaacagctc agaggagaga actggcagag 
cggggtatga aagtgtagac tctcccacgg 
atgacacaga ctccagtcat gaccctcaag 
gaactgtggg ttcccgccac gttcagaatg 
cagttttgta atattttttc agcaaatttt 
actgtccaga aaattaatgc atacttttgt 
tggttttttt ttgttgtttt ttttctttgg 
ttgttgtttt tttgcttcaa tacttctgcg 
gaatgttgca aaagggcatt ttgtggaggg 

<210> 13 

<211> 586 

<212> DNA 

<213> Homo sapiens 



gacaagatat tcaagagtgt actactcaaa 60 
gcgttgccca acttagatca acaatggtag 120 
tgaaaggtga actggaacag actaaagaca 180 
cctggaagtt tacgcctgat agccaaacag 240 
ttatccagga gaatcaagag cttggaaggc 300 
aagcagagtt ggctttacag aagaaataca 3 60 
tgaatgactt catcatccag cttgatgaag 420 
ttctgcagca gcagctgaag gagacacgcc 480 
ctcaggcctc tgccccaagt accagcagga 540 
aggccacaag taaagactgc agtcgtctga 600 
gccagaggac gtctgggtct ggatttcaca 660 
cttcttctcc agggaatggt aataagtcct 720 
gaggtagtgg ttacgtaaat caactcagtg 780 
gcagtgaaaa ctctctcaca caccaatcaa 84 0 
aggagaaagc agtgagtggg aaaggtaatc 90 0 
gcttggactc aagtgtaaat gtacagggtt 9 60 
tatacagtgt catttaattt gggagaggat 1020 
cacaatttgc ctttttgtgg gtgtacgttt 1080 
attttttttc ttttcttttt taagaggtgg 1140 
cgcttgggaa ttgtaacagt taattacttt 1200 
tccagtta 1238 



<220> 

<221> misc_feature 

<223> Incyte ID No: 3706232CB1 



<400> 13 

ggttcgtgac 

agtcctgaac 

aagtcgaggg 

gcttttcttg 

ccctgaacca 

caaaggaggg 

atttcactcc 

ggaggctctc 

gctcatcatt 

cccctgtaga 



ccttgagaaa 
ttgtc tgaag 
acctttcgct 
tggaacgcgg 
gaagtgaaaa 
gatttgatgt 
actcacaaac 
aaaggttggg 
cctcctgctc 
agaatgttca 



agagttggtg 
cccttgtccg 
gcttttgtag 
tcttgactct 
ttgaagttct 
tggtccac ta 
ataacaatgg 
accagggctt 
tgggctatgg 
agcagattta 



gtaaatgtgc 
taagccttga 
ggacttcttt 
gttcgtcact 
ccagaagcca 
tgaaggctac 
tcagcccatt 
gaaaggaatg 
aaaagaagga 
ggagaaaaaa 



cacgtcttct 
actacgttct 
ccttgc ttca 
tctttgattg 
ttcatctgcc 
t tagaaaagg 
tggtttaccc 
tgtgtaggag 
aaagaattat 
aaaaaa 



aagaaggggg 
taaatctatg 
gcaacatgag 
gggctttgat 
atcgcaagac 
acggctcctt 
tgggcatcct 
agaagagaaa 
ctgcaacaca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

586 



<210> 14 
<211> 2702 
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<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 259836CB1 

<400> 14 

aatgaatgtt tccatctctt cagagatgaa ccagattatg atgcatcatt atcacagaag 60 
aaattcgtgt ctatagcttt taaggacttg attacatcat tttcaagcct gatagttttg 120 
gaatcaccat tagagcttaa gacacacctg ccttcatttc aaccacctgt cttcataccc 180 
tgacgaagtg caccttttaa cactcctttg tccttggatt acttaagagt tcccagaaat 240 
acatttgcca ccaacagagt agccaaattt ataaggaaaa atgattccca atggatattt 3 00 
gatgtttgag gatgaaaatt ttattgagtc ttctgttgcc aaattaaatg ccctgaggaa 360 
aagtggccag ttctgtgatg ttcgacttca ggtctgtggc catgaaatgt tagcacacag 42 0 
agcagtgcta gcttgctgca gtccctattt atttgaaatc tttaatagtg atagtgatcc 480 
tcatggaatt tctcacgtta aatttgatga tctcaatcca gaagctgttg aagtcttgtt 540 
gaattatgcc tacactgctc agttgaaagc agataaggaa ttggtaaaag atgtttattc 600 
tgcagcaaaa aagctgaaga tggatcgagt aaagcaggtt tgtggtgatt atttactgtc 660 
tagaatggat gttaccagct gcatctctta ccgaaatttt gcaagttgta tgggagactc 720 
ccgtttgttg aataaggttg atgcttatat tcaggagcat ttgttacaaa tttctgaaga 780 
ggaggagttt cttaagcttc caaggctaaa gttggaggta atgcttgaag ataatgtttg 840 
cttgcccagc aatggcaaat tatatacaaa ggtaatcaac tgggtgcagc gtagcatctg 9 00 
ggagaatgga gacagtctgg aagagctgat ggaagaggtt caaaccttgt actactcagc 960 
tgatcacaag ctgcttgatg ggaacctact agatggacag gctgaggtgt ttggcagtga 1020 
tgatgaccac attcagtttg tgcagaaaaa gccaccacgt gagaatggcc ataagcagat 1080 
aagtagcagt tcaactggat gtctctcttc tccaaatgct acagtacaaa gccctaagca 1140 
tgagtggaaa atcgttgctt cagaaaagac ttcaaataac acttacttgt gcctggctgt 1200 
gctggatggt atattctgtg tcatttttct tcatgggaga aacagcccac agagctcacc 1260 
aacaagtact ccaaaactaa gtaagagttt aagctttgag atgcaacaag atgagctaat 1320 
cgaaaagccc atgtctccta tgcagtacgc acgatctggt ctgggaacag cagagatgaa 1380 
tggcaaactc atagctgcag gtggctataa cagagaggaa tgtcttcgaa cagtcgaatg 1440 
ctataatcca catacagatc actggtcctt tcttgctccc atgagaacac caagagcccg 1500 
atttcaaatg gctgtactca tgggccagct ctatgtggta ggtggatcaa atggccactc 1560 
agatgacctg agttgtggag agatgtatga ttcaaacata gatgactgga ttcctgttcc 1620 
agaattgaga actaaccgtt gtaatgcagg agtgtgtgct ctgaatggaa agttatacat 1680 
cgttggtggc tctgatccat atggtcaaaa aggactgaaa aattgtgatg tatttgatcc 1740 
tgtaacaaag ttgtggacaa gctgtgcccc tcttaacatt cggagacacc agtctgcagt 1800 
ctgtgagctt ggtggttatt tgtacataat cggaggtgca gaatcttgga attgtctgaa 1860 
cacagtagaa cgatacaatc ctgaaaataa tacctggact ttaattgcac ccatgaatgt 1920 
ggctaggcga ggagctggag tggctgttct taatggaaaa ctgtttgtat gtggtggctt 1980 
tgatggttct catgccatca gttgtgtgga aatgtatgat ccaactagaa atgaatggaa 2 040 
gatgatggga aatatgactt caccaaggag caatgctggg attgcaactg tagggaacac 2100 
catttatgca gtgggaggat tcgatggcaa tgaatttctg aatacggtgg aagtctataa 2160 
ccttgagtca aatgaatgga gcccctatac aaagattttc cagttttaac aaatttaaga 2220 
ccctctcaaa ctaacaggct tagtgatgta attatggtta gtagaggtac acttgtgaat 2280 
aaagagggtg ggtgggtata gatgttgcta acagcaacac aaagcttttg catattgcat 2340 
actattaaac atgctgtaca tactttttgg gtttatttgg aaaggaatgc aaagatgaag 2400 
gtctgttttg tgtactttta agactttggt tattttactt tttggaaaag aataaaccaa 24 60 
gaattgattg ggcacatcat ttcaagaagt cccctctcct ccacatttgt tttgccaatt 2520 
tgcacattaa atgactcttc cctcaaatgt gtactatggg gtaaaagggg tagggtttaa 2 580 
agatgtagac agttgggttt tttaagggcc ctttttcaat aactggaaca ctctataaca 2640 
aaggatactt atttaaatag atgacattga ctatttttgt ttatattaaa aggaagctta 2700 
tg 2702 

<210> 15 

<211> 1360 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc^feature 

<223> Incyte ID No: 893681CB1 

<400> 15 

gggctccagg gttagttgtc agtatctttc ccagttgttc cgccccctac ccccgcctcc 60 
cgcaccgcgc ccctctccgg ctgccctctc cgcgtggggc aaggctccga gggcagcatt 120 
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cagtagccat ttagctttgg aaggagaggt 
atgctaggca ctttggccgc gcaggtgctg 
aaactgttca ctcaccgtgg aagggactaa 
caattggaga aaaggacacc tctcagccgc 
accttgattc agttattcag attaggcagc 
agctggaagt aagcccagat ccagccagcc 
aactggttgc tgaacttgaa ggagactctc 
cagaggccct tcaagcttct gatctctggt 
tcgtaatccg tggccatggc ttggacaaac 
ctttggggtt tcctttcgga tcagggccgc 
tagggccatg gagggaggaa acttgggggg 
gtcaaggtga ggaagcagag cttcagctgc 
cactggcatc cttcactcaa ggccgagact 
ccctggccag ggaagaacgt gcaaggggca 
gagctgcccg atgctatgga cgggctcttc 
ctccagaacg aactgtcctt catgccaatc 
ctcagttggc agcccagagc tgtgaccggg 
ccttataccg aaggggggtt gcccaggctg 
acctcaagaa ggtgctggcg atagatccca 
aggtggtcat tcaggggaag aaccaggatg 
ttggctgatt aaaagttaaa ccttaaaaga 



gattcgaatg gcccggctcc tcctgtcacc 180 
acctgaacct ggttcatccc tttctgacca 240 
gcatccatat ggagacgcca ccagtcaata 3 00 
aacaagagtg ggaaaagaac cttcgggaga 3 60 
agccccgaga ccctcctacc gaaacgcttg 420 
aaattctaga gcatactcaa ggagctgaaa 480 
ataagtctca tggatcaacc agtcagatgc 540 
actgccccga tgggagcttt gtcaagaaga 600 
ccaaactagg ctcctgctgc cgggtactgg 660 
cagagggctg gacagagcta actatgggcg 720 
agctcataga gaaatgcttg gagtccatgt 780 
ctgggcactc tggacctcct gtcaggctca 840 
cctgggagct ggagactagc gagaaggaag 9 00 
cagaactatt tcgagctggg aaccctgaag 9 60 
ggctgctcct gactttaccc ccacctggcc 1020 
tggctgcctg tcagttgttg ctagggcagc 1080 
tgttggagcg ggagcctggc catttaaagg 1140 
cccttgggaa cctggaaaaa gcaactgctg 1200 
aaaaccgggc agcccaggag gaactgggga 1260 
cagggctggc tcagggtctg cgcaagatgt 1320 
gaaaaaaaaa 13 60 



<210> 16 

<211> 1218 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2109468CB1 



<400> 16 

ggcggtacag acacttttaa ctcacagtaa 
tggagaaaac ctgaaaattc aacttgttca 
gagcctcctg acgtgagcat ggctgagagt 
gggaaaactg gaagtgggaa aagtgcaaca 
gattctagaa ttgctgccca agctgttacc 
caggggagag accttcttgt tgtggacact 
gacaccacct gcaaggaaat cagccgctgc 
attgtcctag ttctgctgct gggccgctac 
atcaaggctg tctttgggaa gtcagccatg 
gaagagttgg agggccagag cttccatgac 
agcatcgtca aggagtgcgg gaaccgctgc 
aaggcagaga aggaaagtca agtgcaggag 
tgcaacgaag gggcttactt ttctgatgac 
caacgggaag aggttttgag gaaaatctac 
gtagaagagg ataagcataa atcagaggaa 
ttaaaatatg atgaaaaaat aaaaaatata 
gatgttttta ataggatttg gaagatgctt 
tgtaagtttt attcttccta atttactgtg 
agatagagaa atacctcctt ccccttagct 
aaatatgttt aatgtatata atgtgatttt 
gtgaaataat aaaataag 

<210> 17 

<211> 1407 

<212> DNA 

<213> Homo sapiens 



aagcaaaagc aacagctcaa gcagcctcct 60 
agagaaggtc ttgtacgtgc ctaagttcta 120 
gaggaccgct ccctgaggat cgttctggta 180 
gcgaacacca tccttggaga ggaaatcttt 240 
aagaactgtc aaaaagcatc ccgggaatgg 3 00 
ccagggctct ttgacaccaa ggagagcctg 3 60 
atcatctcct cctgcccagg gccccatgct 420 
acagaggagg agcagaaaac cgttgcattg 480 
aagcacatgg tcatcttgtt cactcgcaaa 540 
ttcatagcag atgcggatgt gggcctaaaa 600 
tgtgccttta gcaacagcaa gaaaaccagt 660 
ttggtggagc tgatagagaa aatggtgcag 720 
atatacaagg acacagagga aaggctgaaa 780 
actgaccaat taaatgaaga aattaaacta 840 
gaaaaggaga aagaaattaa attactaaaa 900 
agggaagaag ctgagagaaa tatatttaaa 9 60 
tcagaaatat ggcataggtt tttgtcgaaa 1020 
atttgttaat ggatgaattg tattttgcaa 1080 
ttattaaggt atcattgata aataaaaata 1140 
taaatatata tatatatata tacacacatt 1200 

1218 



<220> 

<221> misc__f eature 

<223> Incyte ID No: 2223341CB1 

<220> 

<221> unsure 
<222> 1177 

<223> a, t, c, g, or other 
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<400> 17 

aagaaatctc gcgaggctgg agttctccgg 
gtctaccccg ccggtgatgg cgttgaacgc 
tccgtccgat tctgcgtctg cttgctgagg 
ccttgagtgc ataggtcccg gttggtagag 
ctgcgaggga ctaagagcag aatatatctt 
ttgccgacgc taaagctctt gttgaaagat 
tgattgagca aaccacagct ctcaacaagc 
aaattcaaga acttaatgaa gtcgcgagac 
tccagcaaga aaacagacaa atcagagagt 
ctctggaaga acatcagtcg gccttggaac 
ttagattgct aatggctagc aaaaaaagat 
cagcactcca agattgacat ggtacatcgt 
tctcgacaca tccttgacca cctcaacatg 
agaatgtaca ctaaataaac agtcaacttt 
aaaagtgctt ttacattgaa tttccctccc 
taaaagaatg ttgtgtcttt aatagccatg 
ttaattttct gtgtattgta tcatgtacag 
attcagtcca acgctttatt tatttgctct 
ctttctggac atcaaagata ttttcttggc 
agtattaaat gttttaattc agattgtggg 
tgaaaattaa aatggccttt gtttagatgt 
tgtgtcctta ttttttttta actcacttgt 
tgacgggggt ttgaatgaag tcattcagtc 
cccgcgtttt ggagccgttc ttgcttg 

<210> 18 

<211> 1673 

<212> DNA 

<213> Homo sapiens 



gagcgccggt cggaggcggt cggcggaggt 60 
cactggcttc ccggccttcc gtccgctgcc 120 
aggcggatta ggggggcgcg gagtctcttc 180 
ggtttgagtc cgcatcgcca cagctgaagg 240 
tagaaatgag ttgcacaatt gagaaggcac 3 00 
taagagatca tgacgatgca gcagaatctc 3 60 
gagtagaagc catgaaacag tatcaggaag 420 
atcggccacg gtccacgtta gttatgggaa 480 
tgcaacaaga aaacaaagaa ttacgtacat 540 
ttataatgag caagtaccga gaacaaatgt 600 
gatccgggta taataatgaa gttaaaagag 6 60 
aacaagtccg aaggattctt ccttgatgca 720 
gactggagag aaggcacttg gaagcaaatc 780 
tggggtgtgg atggaagggg ggtccatttt 840 
agattagatc agcaaataaa tgaaatttat 9 00 
ctgttcagtg tagaaacttt aaatctctca 960 
cctgttagat atttgcaggt tttataggtt 1020 
tgttagttgt tgctgtgatt cagtcatttc 1080 
attaatttta aactgatttc ataaggtcaa 1140 
atagttntgt agtccctttg attttgcaaa 1200 
tagggttaag tatagtagtg ctctctccat 1260 
ggcaggcctt atggataagg gggtataacc 1320 
agttcagggt atgtggtgaa cctctgtctt 1380 

1407 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2291926CB1 



<400> 18 

ctttcctcat ccagaggctt ccgcttagca 
tgccctggtt ttgccctgcc cctctgaccc 
accactgtgc tcctgtgggc atgggggagt 
aacatttttc agaggacccc ctgccctgct 
gccgacatga gctttgagct tccctgtcac 
tggttctacc aaaagcacct aggtagcagc 
cgggtgctga cggaggcagc ccaggtacgt 
atccgcatgt tcagcttgtt ggttttcagg 
tgcggcaccc gcaaggggga ctacttttac 
ggaatggtgg ccactttcca ggacgagggc 
cacctccatg tcttcaccac cttctgggaa 
ggggagcagt ggcgcatcgg cctctgctac 
ctcaaggccg tgcccgatgt ggtgtcttgt 
accaaggcca gggaccacac gcctgaggtg 
aagacaaaga ccatccggga gggcgtgctg 
agccggcccc tgggtgcccc aggtgcccat 
actcatcatc tcctgtcctg ggcccgccag 
agcacctcta ccgcacacag tacctgaagg 
accacggcaa ccagctccac atccgcttca 
tgctggaggc agggtgtgct agttgctggc 
tacccagcct cgttctcaga tcctgagact 
tacctgctca tcacagcagt ctttgtcacc 
tttcactgtt gtcccagctt ctccccctag 
ccttcaatgt gtttgttaaa tgataccaga 
aggtggtagg aacatgtgga caaatctgtt 
ctgggacctg atctgagaag tggaggggcc 
caggatggaa gtagggcaca tgtgtttcct 
gtgaactcag atttatccaa tggtaaacac 

<210> 19 
<211> 1100 



gagctttcta ggagccctat gagcctttaa 60 
ctgcctcctt caggtatgca cctggccctc 120 
ctccaggcct ttgaaattgt ggagaaggaa 180 
ttcctgatgt ttgaaaatgc agcctacctg 240 
tgcaaacccg aagaggtgcc agctgtagtc 3 00 
cacaccaaag tgctgacgga ctttgatggg 360 
gtgggcagcg acatgctgac ccgcttcagc 420 
gctcagtctg aggactcagg cctgtacttc' 480 
gcctacgatg tggacatcca gaacagtgag 54 0 
caggagccct ttgcagatga atactatggg 600 
tggaccccct gtgaccgctg cggagtgcgt 660 
ctgcagagcc cagacctctc cccacgctac 72 0 
ggctcaaggg ctgtgccaag gaagctgcgg 780 
ctggttcgga gctgcttagt accctgtgag 840 
gccatcatta actatgtgtc caaagtgggc 900 
tcagttccac cagcagagac tgggccatgg 960 
agcatgcagt ggcctgggac aaagaccgcc 102 0 
gtgtcaacag gtccatgagg gtgttcattg 1080 
cccaagctgg atgaccgggg catctactat 1140 
ttccggctgg gtgtgacatc tcatgggcac 12 00 
cgctcggctg tggagctcac cc tgataggc 12 60 
attcacttct gtcgttgctg ctgctactta 1320 
gagctctctt cagctctgaa gaccagttgt 13 80 
tgtctctggg tgggtaccct gggttgggac 1440 
acagcctgct ccccattttc atgggcaggt 1500 
tgaggctggt gggagattgg ggactgagct 1560 
gacttcacat ttaggtcaga gaaggaaagt 1620 
tgatcagtgt tgaaaaaaaa aaa 1673 
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<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> incyte ID No: 2362126CB1 

<400> 19 

gtgggacctt gtgatggtgt gagttaaaac tacttaataa actctccttt atatataaat 60 
atatatatct attccattag ttctttccct ctagagaaac ctaatacaga ttttggtacc 120 
aggagtggtt ctagaggaac agaatattaa ggatggagtt cttttgttgg ttttggggtt 180 
tctggagttg gctgcttaat atgattaggc cccaaaatgc taaggactct acttctaata 240 
gtatggagaa cactgatagt ccttggtgtg aactgtttaa agagttatac aaaataaatg 3 00 
catttgacac tcctgattca ttgctcatga gaggcaagga gtttagtgac cctatacatc 3 60 
atacctttga ccatatgtgg agaactaagg aacataatga agctggttgg ttgctcctaa 420 
gttcagtgga taaagtgatg aaagaaaatg atgaactcgg ggattctatc tcccagcttc 480 
agaagcagat actgagcctc aaatctgcca agattgccct gagtgagagt ctaatctcct 54 0 
gtagagaaag aactgaaatt gtggaaaaat agacataagc tcttatcatg cgagtggctg 600 
acctgcaatg aaaggtgcat gcacagcctc accaggtgtc tactgttaaa gtgagggcat 660 
tgattgaaaa agaatgggac cctgcaactt ggaatgggga catgtgggag gagcctgatg 720 
aagctgggga cactgagttt ataaactctg atgaatcttt tttgccagaa gaaacagctt 780 
aacagcttcc ccatccccag tagtggcaac atccccgccc cgacccatca gcctttccac 84 0 
ctttgtctaa ggagataaac cccacgctgc ctgaggcaac agtgatggcc tcctgtgagg 9 00 
cagttgccag gcaagataat gttgattctc ctcaggagcc acccctaaca cccctgtttg 9 60 
cctctagacc tataactaga ctaaagtcct ggcgggcccc tagagatgag gttgagagtg 1020 
tgacccatga ggaagtgagc tacactcgaa aagaactgct tgagttttct aatttataga 1080 
aactaatctg gagaacgggc 1100 

<210> 20 
<211> 2827 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 5325511CB1 

<220> 

<221> unsure 
<222> 2817 

<223> a, t, c, g, or other 

<400> 20 ^ 
cttttcgagt cagtgctgcc gccgctgccc gcggctttgc agagcaggat gaatgtgata 60 
gaccacgtgc gggacatggc ggccgcgggg ctgcactcca acgtgcggct cctcagcagc 120 
ttgttactta caatgagtaa taacaaccct gagttattct ccccacctca gaagtaccag 180 
cttttggtgt atcatgcaga ttctctcttt catgataagg aatatcggaa tgctgtgagt 240 
aagtatacca tggctttaca gcagaagaaa gcgctaagta aaacttcaaa agtgagacct 3 00 
tcaactggaa attctgcatc tactccacaa agtcagtgtc ttccatctga aattgaagtg 3 60 
aaatacaaaa tggctgaatg ttatacaatg ctaaaacaag ataaagatgc cattgctata 420 
cttgatggga tcccttcaag acaaagaact cccaaaataa acatgatgct ggcaaacctg 480 
tacaagaagg ctggtcagga gcgcccttca gtcaccagct ataaggaggt gctgaggcag 540 
tgcccattag cccttgatgc cattctaggc ttgttgtccc tttctgtaaa aggggcagag 600 
gtggcatcca tgacaatgaa tgtgatccaa accgtgccta acttggactg gctctctgtg 660 
tggatcaaag cgtatgcttt tgtgcacact ggtgacaact caagagcaat cagtaccatc 720 
tgttcactag agaaaaaatc cttattgcga gataacgtgg acctattggg aagcttggca 780 
gatctgtact tcagagctgg agacaataaa aactctgtcc tcaagtttga acaggcacag 840 
atgttggatc cttatctgat aaaaggaatg gatgtatatg gctacctact ggcacgagaa 900 
gggcggctag aggatgttga gaaccttgga tgccgccttt tcaatatctc tgatcagcat 960 
gcagaaccgt gggtggtttc tggctgtcac agcttctata gcaaacgcta ctcccgggcc 1020 
ctctatttag gagccaaggc cattcagctg aacagtaata gtgttcaagc tctgctactt 1080 
aagggagcag cacttaggaa catgggcaga gtccaagaag caataatcca ctttcgggag 1140 
gccatacggc tcgcaccttg tcgcttagat tgttatgaag gtcttatcga atgttactta 1200 
gcctccaaca gtattcgaga agcaatggta atggctaaca acgtttacaa aactctggga 12 60 
gcaaatgcac agacccttac ccttttagcc accgtttgtc . ttgaagaccc agtgacacag 1320 
gagaaagcca aaacattatt agataaagcc ctgacccaaa ggccagatta cattaaggct 1380 
gtggtgaaaa aagcagaact acttagcaga gaacagaaat atgaagatgg aattgctttg 1440 
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ctgaggaacg cactggctaa tcagagtgac 
cttgtagctg tcaatgagta tcaggaggca 
gaccccaatg accagaagtc tctagagggg 
acggatgcca ctcaggagga ggatgtggac 
ctggagggca gcgacagtga ggcggcccag 
cagtgagggg gcggcagctc catggccgca 
gactgaagga accgtaggag cctgctctca 
caggggtctc tgccccctcg ctcccaattc 
ctgaccaacc ttccatgtat ctccatcctc 
tgccccgaga cccacgcaca tgttggggct 
atttctaaat ccaaaagctc aaggaataga 
gagttaccca ccatcccagc acgataatgt 
ggccctaggg agcttcctgt tcccagaagt 
taaatcttgc ttccttctgc aatgttagta 
gaacagtttt cctctttgct tagctagtaa 
acaggtgtga caagagcatg aaccagaggt 
tttgtacagt catggtgttg gggtgatcag 
gtatttttgt cttattcgca atgcattgat 
ctttcttccc ctggtgttgg gagccaggag 
tcatctgttt gcatattggg taggttaatt 
ttcagctgcg tctgcctggc tcttttgctg 
gtctgtcact ggtcagcctg agtatcacac 
acaccctctc ccttgtgcct taagttgcga 
aggggtt 



tgtgtcctgc atcggatcct aggagatttc 1500 
atggaccagt atagtatagc actaagtttg 1560 
atgcagaaga tggagaagga ggagagtccc 1620 
gacatggaag ggagtgggga agaaggggac 1680 
tgggctgacc aggagcagtg gttcggcatg 174 0 
gtggcctgcc ctgctctgag cacttccgtg 1800 
gaaggacaat gattcagcat gtgattgcag 1860 
ctagtcgtga cttcatttct aaaacagagc 1920 
ccctgctcca gccagggagg actgagggag 1980 
tctgggccaa gagtactttt tatataacta 2040 
cagtgttctg tgacatggat tggtttgaag 2100 
catctcccaa gttggatggc agcacgatct 2160 
cattgtcctg ggctatccag atgtccctag 2220 
atgccttaag ctgacagttg ctattttgca 2280 
cttgcctctg agcctgggct gatctgagaa 2340 
gcacctgggg cagttcccta ataaaactgg 2400 
aatggaagcc cttttcaaaa tagactctta 2460 
tcagccccag aattatttgc cagaaataga 2520 
ggttggaaag ctcaggaacc ctgagctggt 2580 
tccctggagc ctgagagtct ttggccagat 2640 
cagctgtgag attggggtct ggttccagca 27 00 
cctgagctct ggggctggga gtttcttccc 2760 
tggctctgag tatacaatta atcggangtg 2820 

2827 
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